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Advancing Precision

Oncology

Genetic cancer testing refers to advanced medical tests used to
identify the most effective treatment for each cancer patient. By
detecting specific biomarkers, such as genetic mutations, protein
expressions, and molecular alterations, these tests reveal how a
patient’s tumor is likely to respond to particular therapies. This
allows clinicians to move beyond trial-and-error and select

treatments that are targeted, precise, and more effective.

With companion diagnostics, using Next-Generation Sequencing
(NGS) technologies, Biologix Laboratories decodes the molecular
drivers of cancer, enabling truly personalized care, and translates
complex genomic data into actionable clinical insights that
support accurate diagnosis, therapy selection, and disease

monitoring. .
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Classic NGS Panel

FEATURES

Target Regions

40 genes and MSI

Alterations Detected

SNV, InDel, Fusion, CNA, MSI in solid

tumor genes
Cancer type Colorectal/ Lung/ Bladder/Gastric
Sample type FFPE tissue
Sequencing Depth Effective Depth > 400X
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Benefits of the

Clinical Use

e |deal first-line molecular test
for solid malignant

neoplasms.
e Designed for clinical target
therapy
e Used for NTRK-fusion
e Immunotherapy
e Detects MSI = predicts
Targeted Therapy response to immune checkpoint
. : ! inhibitors
¢ |dentifies mutations like
EGFR, BRAF, KRAS, MET,
RET, ROS1, PIK3CA = Chemotherapy
matches patients to approved e Molecular diagnosis to
targeted drugs reduce drug toxicity

Precision
starts here!
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BRCA Pro Panel

Detects BRCA 1&2 variants in peripheral blood-derived DNA or FFPE tumour
tissue DNA.

All coding regions of BRCA 1&2 genes, exon-intron

T Regi i i
R e el boundaries, some intron and UTR regions

Alterations Detected SNV & Indel (somatic/germline), LR (germline)
Sequencing Depth E;‘;:t;gg))((
Sample type DNA from FFPE tissue or whole blood
Cancer type Breast/ Ovarian/ Prostate

GENES INCLUDED
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HRR NGS Panel

Total of 32 genes: 27 HRR genes: All coding regions, exon-intron
Tarset Regions boundaries and 5 driver genes, with a LOD of 5% VAF, and it’s
g g able to detect germline large rearrangement for BRCA 1&2
genes.
Alterations Detected SNV & Indel (somatic/germline), LR (germline for BRCA 1/2)
Sample type Fresh-frozen/FFPE tissue, whole blood
Sequencing depth Blooc: o
9 gdep FFPE: >300X
Cancer type Breast, Ovarian, and Prostate
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HRD Complete Panel

Target Regions

Detects mutations in 20 Homologous recombinant repair (HRR)
genes and any Homologous recombinant deficiency (HRD)

Alterations 20 HRR genes (SNV/InDel/HD) and Genomic Scar Score (GSS)
Detected
Sample type FFPE tissue
Cancer type Breast, Ovarian, and Prostate
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Essential NGS Panel

Target regions Detects mutations in 10 oncogenic drivers.
Alterations Detected SNV, Indel, Fusion, CNV
FFPE Tissue
Sample Type S

Cell-free DNA (cfDNA) from blood

Average Sequencing

>

depth ~ 10,000 X

Cancer type Lung, Colorectal
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NGS Comprehensive
Panel (for tissue and liquid biopsy)

FEATURES

Target Regions

128 genes and MSI (110 genes + 19 Polymorphisms)

Alterations Detected

CNV and MSI detection are for tissue sample only.

SNV, InDel, Fusion, CNV, SNP, MSI

Sample type FFPE tumor tissue, liquid biopsy
Multiple cancer types:
Cancer type Pan-Cancer/Lung/Colorectal

/Breast/ Gastric/ Thyroid/ Urothelial
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NGS Comprehensive

Panel (for tissue and liquid biopsy) [contd]
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Benefits of the NGS
Comprehensive Panel

Genetic Risk
Management
¢ 5 Lynch syndrome related genes

(EPCAM,MLH1, MSH2,MSH6,PMS2).
e BRCA 1&2, APC, VHL.

Immunotherapy

Targeted Therapy - Ml
o Positive genes: POLE, POLD1

o Negative genes: STK11, JAK1/2

» Genotyping genes and prognostic
related genes

e Drug- related genes for therapy
indications

Chemotherapy

» Molecular diagnosis to reduce
drug toxicity

Precision
starts here!
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OncoPro Liquid NGS Panel

FEATURES
Target Regions 152 genes and MSI
Alterations Detected SNVs, InDels, fusions, CNVs, SNPs, MSI
Sample type Plasma ctDNA

Unknown cancer origin
Lung (NSCLC) / Colorectal / Breast / Ovarian /
Cancer type Prostate / Glioma Thyroid / Pancreatic /
Gastric (Stomach) Endometrial (Uterine) /
Gastroesophageal/Adenocarcinoma/Melanoma

DETECTION OF SNVSs, InDels, Fusions, CNAs (152 GENES)

SMAR
CA4

RIT1 RNF43 ROS1 SETD2 SF3B1 SLX4 SMAD4 GSTP1 SMO

TMPR TSTSH UGT1
SS2 RHR Al

STK11 TERT TSC1 TSC2 VHL XRCC1 XRCC2
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OncoPro Liquid NGS Panel
[contd]

(152 GENES) [CONT’D]
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OncoPro NGS Panel Full

FEATURES

Target Regions 195 pan-solid-tumor genes

SNV, InDel, CNV, HD, MSI (DNA level) and Fusions, MET

Alterations Detected exon 14 skipping (RNA level)

Sample type FFPE) tumor tissue specimens

Unknown cancer origin
Lung (NSCLC) / Colorectal / Breast / Ovarian /
Cancer type Prostate / Glioma Thyroid / Pancreatic /
Gastric (Stomach) Endometrial (Uterine) /
Gastroesophageal/Adenocarcinoma/Melanoma
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OncoPro NGS Panel Full
[contd]
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